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0 Figure 1.
TW\ = 8 5 c The structure of PGB1 with residues 1 — 40 in blue and 41 — 56 in red with the backbone shown as a ribbon diagram

on top of the space-filling model. Charged sidechains are shown as sticks with Asp and Glu side chains in red and

Lys side-chains in dark blue. The figure was prepared from PDB file 2GB1 using MolMol software [35].
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